Supplementary Figure S2
performed at 10 min intervals at 260 nm. The DNA concentration was 0.76 µM and for the tetrameric complex, the protein was at a 4:1 molar ratio (subunits per DNA duplex). The partial specific volume for C.Csp231I was calculated from the amino acid composition using SEDNTERP (Hayes et al., 2006) at 0.7448 ml g − 1 , with a buffer density of 1.00283 g ml − 1 and a viscosity of 0.010137 P. Analysis of the scans was performed using the program SEDFIT [Schuck, 2000] to produce a distribution plot (c(S)) of the sedimentation coefficient profile.
